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Table S4. Potential somatic mutations detected in the 9 ESCC cell lines.

Read Mutant
Case Gene allele Nucleotide change Amino acid change
coverage
frequency (%)
KYSE30 No mutations
KYSE140 ARID? 232 34.5 c.28C>A p.Prol0Thr
KYSE170 ATRX 711 99.4 ¢.5394A>C p.Argl798Ser
ATRX 515 20.8 ¢.319G>C p-Alal07Pro
KYSE180 ARID?2 1427 38.1 ¢.994C>T p-Leu332Phe
SMARCAI 585 77.6 ¢.2689G>T p.Glu897*
KYSE220 No mutations
KYSE270 PHF10 1106 39.2 c.1018T>A p-Phe340lIle
SMARCA4 2255 21.4 c.1481C>G p-Thr494Arg
KYSE410 SMARCA4 756 50.1 ¢.3619G>A p.-Vall2071le
KYSE450 ARIDIA 476 31.3 ¢.5013 5034delGGTAATGATGTCCCTCAAGTCT p-Met1673fs
KYSES510 No mutations




