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Difference in Prognosis Between Patients Infected With Hepatitis B Virus With Genotype B
and Those With Genotype C in the Okinawa Islands: A Prospective Study
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Difference in Prognosis Between Patients Infected With Hepatitis B Virus With Genotype
B and Those With Genotype C in the Okinawa Islands: A Prospective Study

RXEERFOER)
LERICEAL T, IRICESE R LA IENE. IRXRROBEELFHRIKEEIZ
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1. BFEDERLEHN

HHRBIRIL B BUFR YAV A (HBV) DERHIBTHY ., HBs FURBHERIZI2E FHOK 2
fETHDHR, RO 30 HLLED HBY ¥ %V 7 0 HBe U ERIIAR T MR EE LI
BLTIERTHD, -, FEROFEELERSICRBEFBECRIILEEHOK 1/72 T,
2ETCELERTHD, U EXD, EBIIRO HBV ¥V 7 DELIIEETHBe FUENE RT3
ZEIZEOFRBIEHEL, TOTFEBRFIEDLIEEIND,

HBV genotype i A 55 G @ 7 BTSN, HDASETi genotype B & C 23K (90% LA
B2 EHTE, MHEBRIZIBYITIX genotype B 28 6 FLL L% HHAHR, AFfhithisk Cix
genotype C 23%9 9 % H¥» T3, F7-. genotype C T genotype B 12, HBe HilE Bt
FREL FEE-CHFHIAE ~SRIOET T I LB ESINTRY, genotype IIFFEREBD
ETETFRIZEBELTWAZLBEEBIND, LA, genotype 12L& 5 F# DE\V & prospective
RELI-BEITA6N T, A Tt B RBIHEFRICIITS HBe FURIEERLEEZOTEIZ
X195 genotype DEBLBLMNIZ T H7-8HIZ prospective study Z1T-o7=,

HBE 1. BEOHEBIZ. LI LTEMEXLTHI L,
2. kHENIRALRWVWIE,




2. BFEANE

1L FEBHEL- B BB RIER DS, HBV genotype ZRIFELT- 72 5 (B 60
B, &tk 12 B XL, F#iX 13-73 F(35.1£13.1 F) ., BEHMIX 12-179 » A
(76.6+40.7 i B) Th-ol=, ZBBED. 1-3 ¥ A BMIT—IFHERZELITV ., HBV markers
LL T HBe #iE. HBe Hif&, HBV-DNA F7i% DNA polymelase ZHIFEL . EEBZTEK, CT
BRECIHIEBRRELEFRIT>7-, HBV genotyping X restriction fragment length
polymorphism (RFLP) ¥:#% V>, IREMBEFAIS I Desmet HEEAVVE, SERMT
{Z. Cox’s proportional hazard model %V 7=,

*t&& LT 72 BUD genotype 13 B:35 #, C:37 BT, 1D genotype XA SN /2hr o772,
genotype B L C DTH#H CHBe FURIHAER, FELERFL BRI L, MR CEMR,
Bk, ALT fi. fi/hik3,. HBe HUFBEER, RERBRFNET R, IBRERS I OEENR
ICEIXRbN e hot,

HBe HiRE LI, genotype B T 16 Bl 13 41(81.3%. 42 12.5%) . genotype C TiX 27
Aich 14 B (51.9%. FER 7.8%) iIcHAbivie, /-, BERLBIRLY 2 F£LIRIC genotype B T
13 13 4 8 11 (61.5%) . genotype C Tl 14 HlH 1 #1(7.1%) iZ HBe R DI LB H DI,
genotype B TiX genotype C IVE BICE#HOERIZ HBe FiEDOEEEZRDI,

BB BRI O LB Ci. genotype C Tix 37 Bl 12 5 (32.4%. ER 4.5% ) BFEE
~EREL. 55 2 FlREERALNT-, genotype B TIIFFEEERIL 35 i 4 #(11.4%.
R 1.8%) IZALNI= RN RBHILA2A o7, genotype B Tid genotype C R LIFEE ~DH R
RHAEEBEIIER THol,

BERBIUGEEEREZIT CiX, HBe RBEABIVHBEEER~EE25 X0 FiX
genotype DI ThHoT=,

HBV ¥+ U7 D genotype DAL, MHBIIR TIIAFH L HuigL L ~BAGH T genotype B
D EDHIFEBEL EDOTDITHARD B BBEFROFEBRIFITRZRoTNHLNDZL
BEBFFEIZ L - THRSTRREN,

3. HIERROERLENTRIKTE

ABFFE T, genotype HiZ HBe HiRiE%k: B WBHFROFEEZAREICRHML,
genotype 7% HBe fURHEBIUVIFEEEBR~FBL 5 X DI LERLIENDTORXERD
h3, B BBMFEBOTFEERETIEFEALHICTIZLITER EBHOTHRET
HY, TORERRIIEEREMICRBOLNIEABEICHDHDO LIRS,

PAEIZED, BRI HARE I DITETILDOTHDHEHETLI,




